
Poster Session I

P-1 Maciej Blaszczyk , Michal Jamroz, Andrzej Kolinski

Protein Structure Prediction Using CABS a Consensus Approach

P-2 Jakob Bohr, Kasper Olsen

The Close-Packed Helix

P-3 Grzegorz Chwastek, Christoph Herold, Petra Schwille

Interactions of BAR Proteins with Lipid Membranes

P-4 M. Chwastyk, P. T. Rozanski, M. Zielinski

Atomistic Calculation of Screened Coulomb Interactions

in Semiconductor Nanostructures.

P-5 Maja K. Cieplak, Marc R. Fabian, Nahum Sonenberg

Functional Insight into the Role of GW182 Proteins in

microRNA-mediated Repression

P-6 Marta Dudek, Julia Romanowska, Tomasz WituÃla, Joanna

Trylska

Combined Theoretical and Experimental Study of Amikacin and

Its Ribosomal Binding Site

P-7 Catarina Fernandes, Śılvia Estácio, Heinrich Krobath, Patŕıcia

F. N. Fáısca

Sensitivity of Go Model to Fine Details of the Native Structure

P-8 Ángel Gómez-Sicilia, Marek Cieplak,

Mariano Carrión-Vázquez

Simulating Fluctuations Of Neurotoxic Proteins Using Monte Carlo

P-9 Dominik Gront

Protein Structure Modeling Guided by Fragmentary NMR Data

and SAXS Scattering Profiles.

P-10 J. Grzyb, R. ÃLuczkowska, D. Noy

A Redox-chain Maquette - a New Protein to Study Electron

Transfer

P-11 Marek Kaczyński, Tomasz Borowik

The Method for Estimation the Exchange of Amhiphiles Between

Lipid Aggregates



P-12 Borys Kierdaszuk

From Discrete Multi-exponential Model to Lifetime Distribution

Model and Power Law Fluorescence Decay Function

P-13 H. Krobath, S. G. Estácio, P.F.N. Fáısca, E.I. Shakhnovich

Identification of Aggregation-prone Intermediate States in

the Folding Pathways of spc-SH3 Amyloidogenic Variants

via Discrete Molecular Dynamics Simulations

P-14 Anna Kropiwnicka, Joanna Zuberek, Joanna Kowalska,

Maciej Lukaszewicz, Jacek Jemielity, Janusz Stepinski,

Joanna Kufel, Edward Darzynkiewicz

eIF4E Family Members from Arabidopsis thaliana: Binding

Affinities for Cap Analogs

P-15 D. Kubacka, J. Zuberek, J. Stepinski, J. Jemielity,

N. Minshall, N. Standart, E. Darzynkiewicz

Structural and Functional Features of Xenopus eIF4E1b Protein

P-16 A. Liwo, Y. He, M. Maciejczyk and H.A. Scheraga

A Coarse-grained Model of Nucleic Acids Based on Interaction

between Base Multipoles

P-17 K. Milowska, M. Birowska, J. A. Majewski

Structural and Electronic Properties of Functionalized Carbon

Nanotubes and Graphene Layers

P-18 Katarzyna Milowska, Lidia Fornal, Teresa Gabryelak

The Impact of PAMAM Dendrimers on Catalase Activity and

Structure

P-19 Grzegorz Nawrocki, Marek Cieplak

Amino Acids at ZnO-water Interfaces in Molecular Dynamics

Simulations

P-20 Anna Wypijewska, Anna Nowicka, Katarzyna Wnek, Joanna

Kowalska, Marta Kulis, Elzbieta Bojarska, Maciej Lukaszewicz,

Jacek Jemielity, Edward Darzynkiewicz

Searching for DcpS Enzyme Inhibitors Among Cap Analogs

Modified In The Phosphate Chain


